Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.009 Å; R factor = 0.067; wR factor = 0.178; data-to-parameter ratio = 19.2.
In the title compound, C 11 H 10 Br 2 O 2 , the cyclopentene ring fused to the benzene ring adopts an envelope conformation, with the C atom attached to the Br atom as the flap. The crystal structure does not exhibit any classical hydrogen bonds. The molecular packing is stabilized by van der Waals forces and -stacking interactions with a centroid-centroid distance of 3.811 (4) Å .
Related literature
For bromination of hydrocarbons, see : Catto et al. (2010) ; Erenler & Ç akmak (2004) ; Erenler et al. (2006) ; McClure et al. (2011) ; Mitrochkine et al. (1995) ; Snyder & Brill (2011); Wu (2006); Ç akmak et al. (2006) . For puckering parameters, see: Cremer & Pople (1975 (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 (Çakmak et al., 2006; Erenler et al., 2006; Erenler & Çakmak, 2004) . Indanes are important class of molecules due to the pharmacological and medicinal properties (Mitrochkine et al., 1995; Catto et al., 2010; Wu, 2006; McClure et al., 2011) as well as natural product chemistry (Snyder & Brill, 2011) .
The five-membered C1C6-C9 cyclopentene ring in the title compound, (Fig. 1) , exhibits an envelope-shaped conformation, with the C8 atom attached to Br2 atom at the flap [the puckering parameters (Cremer & Pople, 1975) Q (2) = 0.279 (7) Å, φ(2) = 290.5 (13) °]. The Br1-C5-C6-C1, Br2-C8-C9-C1, C9-O1-C10-C11 and C9-O1-C10-O2 torsion angles are -178.0 (4), -152.1 (4), -170.2 (6) and 10.3 (9) °, respectively.
In the crystal, there is no classic hydrogen bonds. The crystal structure is stabilized by van der Waals forces and π-π (4) Å] between the centroids (Cg2) of the benzene rings of the adjacent molecules. Fig. 2 shows the molecular packing of the title compound along the b axis.
Experimental
To a cooled solution (273 K) of 2,4-dibromo-1-hyodroxyindane (0.2 g, 0.68 mmol) in pyridine (6.0 ml) was added acetic anhydride (1.0 ml) dropwise. After completion of the reaction for 4 h at room temperature, the solvent was removed under reduced pressure to form the solid product which was crystalized from dichloromethane/hexane to yield the 1-acetate-2,4-dibromo-indane (0.21 g, 95%). 
Refinement
The hydrogen atoms were placed in calculated positions (C-H = 0.93-0.98 Å) and refined as riding atoms with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). Eight poorly fitted reflections (0 1 0), (-2 0 2), (2 -1 4), (-5 -8 2), (3 -1 3), (1 -1 4), (0 2 1) and (-1 0 2) were omitted from the refinement. The highest residual peak and the deepest hole are located 0.93 and 0.89 Å, respectively, from atom Br2. (Altomare et al., 1999 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
Geometric parameters (Å, º)
Br1-C5 1.900 (7) C7-C8 1.528 (9) Br2-C8
1.946 (6) C8-C9 121.9 (6) C3-C2-H2 121.00 C2-C1-C9
128.1 (6) C2-C3-H3 120.00
